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47 
49 
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LENGTH: 2217 
TYPE: DNA 

Homo sapiens 



2.0 



ENTERED 



ORGANISM: 
FEATURE : 
NAME/KEY 
LOCATION 
SEQUENCE 



CDS 

(160) . . (867) 
1 



55 gaattcggct tccatcctaa tacgactcac tatagggctc gagcggccgc ccgggcaggt 60 
59 ataacttttt attctactat gtatatgtat ggaatagtat taataaatga actagggaag 120 



63 
65 
67 
71 
73 
75 
79 
81 
83 
87 
89 
91 
95 
97 
99 
103 



gatgtaataa attagacatc tcttcatttt agagagaag atg gaa aca aca ttg 

Met Glu Thr Thr Leu 
1 5 
ctt ttc ttt tct caa ata aat atg tgt gaa tea aaa gaa aaa act ttt 
Leu Phe Phe Ser Gin He Asn Met Cys Glu Ser Lys Glu Lys Thr Phe 

10 15 20 

ttc aag tta ata cat ggt tea gga aaa gaa gaa aca age aaa gaa gec 
Phe Lys Leu He His Gly Ser Gly Lys Glu Glu Thr Ser Lys Glu Ala 

25 30 35 

aaa ate aga get aag gaa aaa aga aat aga eta agt ctt ctt gtg cag 
Lys He Arg Ala Lys Glu Lys Arg Asn Arg Leu Ser Leu Leu Val Gin 

40 45 50 

aaa cct gag ttt cat gaa gac acc cgc tec agt aga tct ggg cac ttg 
Lys Pro Glu Phe His Glu Asp Thr Arg Ser Ser Arg Ser Gly His Leu 
55 60 65 

gee aaa gaa aca aga gtc tec cct gaa gag gca gtg aaa tgg ggt gaa 



105 Ala Lys Glu Thr Arg Val Ser Pro Glu Glu Ala Val Lys Trp Gly Glu 

107 70 75 80 85 

111 tea ttt gac aaa ctg ctt tec cat aga gat gga eta gag get ttt acc 

113 Ser Phe Asp Lys Leu Leu Ser His Arg Asp Gly Leu Glu Ala Phe Thr 

115 90 95 100 

119 aga ttt ctt aaa act gaa ttc agt gaa gaa aat att gaa ttt tgg ata 

121 Arg Phe Leu Lys Thr Glu Phe Ser Glu Glu Asn He Glu Phe Trp He 

123 105 110 115 

127 gee tgt gaa gat ttc aag aaa age aag gga cct caa caa att cac ctt 

129 Ala Cys Glu Asp Phe Lys Lys Ser Lys Gly Pro Gin Gin He His Leu 

131 120 125 130 



174 



222 



"270 



318 



366 



414 



462 



510 



558 
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135 


aaa 


gca 


aaa 


gca 


ata 


tat 


gag 


aaa 


ttt 


ata 


cag 


act 


gat 


gee 


cca 


aaa 


606 


137 


Lys 


Ala 


Lys 


Ala 


He 


Tyr 


Glu 


Lys 


Phe 


He 


Gin 


Thr 


Asp 


Ala 


Pro 


Lys 




139 




135 










140 










145 












143 


gag 


gtt 


aac 


ctt 


gat 


ttt 


cac 


aca 


aaa 


gaa 


gtc 


att 


aca 


aac 


age 


ate 


654 


145 


Glu 


Val 


Asn 


Leu 


Asp 


Phe 


His 


Thr 


Lys 


Glu 


Val 


He 


Thr 


Asn 


Ser 


He 




147 


150 










155 










160 










165 




151 


act 


caa 


cct 


acc 


etc 


cac 


agt 


ttt 


gat 


get 


gca 


caa 


age 


aga 


gtg 


tat 


702 


153 


Thr 


Gin 


Pro 


Thr 


Leu 


His 


Ser 


Phe 


Asp 


Ala 


Ala 


Gin 


Ser 


Arg 


Val 


Tyr 




155 










170 










175 










180 






159 


cag 


etc 


atg 


gaa 


caa 


gac 


agt 


tat 


aca 


cgt 


ttt 


ctg 


aaa 


tct 


gac 


ate 


750 


161 


Gin 


Leu 


Met 


Glu 


Gin 


Asp 


Ser 


Tyr 


Thr 


Arg 


Phe 


Leu 


Lys 


Ser 


Asp 


He 




163 








185 










190 










195 








167 


tat 


tta 


gac 


ttg 


atg 


gaa 


gga 


aga 


cct 


cag 


aga 


cca 


aca 


aat 


ctt 


agg 


798 


169 


Tyr 


Leu 


Asp 


Leu 


Met 


Glu 


Gly 


Arg 


Pro 


Gin 


Arg 


Pro 


Thr 


Asn 


Leu 


Arg 




171 






200 










205 










210 










175 


aga 


cga 


tea 


cgc 


tea 


ttt 


acc 


tgc 


aat 


gaa 


ttc 


caa 


gat 


gta 


caa 


tea 


846 


177 


Arg 


Arg 


Ser 


Arg 


Ser 


Phe 


Thr 


Cys 


Asn 


Glu 


Phe 


Gin 


Asp 


Val 


Gin 


Ser 




179 




215 










220 










225 












183 


gat 


gtt 


gec 


att 


tgg 


tta 


taa 


agaaaattga ttttgetcat ttttatgaca 


897 


185 


Asp 


Val 


Ala 


He 


Trp 


Leu 
























187 


230 










235 

























191 aacttataca tetgettcta acatatcgea tgtttatgtt aagatttggt cccatccttt 957 
195 aaactgaaat atgtcatgtg aaattatttt aaaaatgtaa aaacaaaact ttctgetaac 1017 
199 aaaatacata cagtatctgc cagtatattc tgtaaaacct tctatttgat gtcattccat 1077 
203 ttataatcag aaaaaaaact tatttcttaa tcaaaaggca gtacaaaaaa agtaataatg 1137 
207 ttttataaga ttgtagagtt aagtaaaagt taagcttttg caaagttgtc aaaagttcaa 1197 
211 acaaaagtct agttgggatt ttttaccaaa gcagcataat atgtgttata taaacataat 1257 
215 aatactcaga tatccaaatg ttcagatagc atttttcata atgaatgttc tctttttttt 1317 
219 ggtaatagtg tagaagtgat ctggttctta caatgggaga tgaagaacat ttattattgg 1377 
223 gttactacta accctgtccc aagaatagta atatcacctc tagttataag ccagcaacag 14 37 
227 gaacttttgt gaagacacat tcatctctac agaacttcag attaaatata atctagatta 1497 
231 atgactgaga ataagatcca catttgaact cattcctaag tgaacatgga cgtacccagt 1557 
235 tatacaaagt acttctgttg gtcacagaaa catgaccaga ttttgeatat ctccaggtag 1617 
239 ggaactaagt agactacctt atcaccggct aagaaaactt gctactaaac tattaggeca 1677 
243 tcaatggctt gaataaaaac cagagaaggt ttttcccagg aegtctcatg tttggccctt 1737 
247 tagaattggg gtagaaatca gaaatgagat gaggggaaga agcaaggagt ctaaggccct 1797 
251 agegatttgg gcatctgcca cattggttca tattcagaaa gtgttatctc attgattata 1857 
255 ttcttgttaa gcaaatctcc ttaagtaatt attattcaaa taagattata ctcatacatc 1917 
259 tatatgtcac tgttttaaag agatatttaa tttttaatgt gtgttacatg gtctgtaaat 1977 
263 atttgtattt aaaaatgeca tgeattagge tttggaaatt taatgttagt tgaaatgtaa 2037 
267 aatgtgaaaa ctttagatca tttgtagtaa taaatatttt taacttcatt catacagtta 2097 
271 agtttatctg acaataaaag ctctgactga atgttgatta tccttcctat tatgtaataa 2157 
275 ggaataaaca ttttcttctt ttagagtaaa aaaaaaaaaa aaaaaaaaaa gggcggccgc 2217 
281 <210> SEQ ID NO: 2 
283 <211> LENGTH: 235 
285 <212> TYPE: PRT 
287 <213> ORGANISM: Homo sapiens 
291 <400> SEQUENCE : 2 

293 Met Glu Thr Thr Leu Leu Phe Phe Ser Gin He Asn Met Cys Glu Ser 
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295 


1 








5 










10 










15 




299 


Lys 


Glu 


Lys 


Thr 


Phe 


Phe 


Lys 


Leu 


He 


His 


Gly 


Ser 


Gly 


Lys 


Glu 


Glu 


301 








20 










25 










30 






305 


Thr 


Ser 


Lys 


Glu 


Ala 


Lys 


He 


Arg 


Ala 


Lys 


Glu 


Lys 


Arg 


Asn 


Arg 


Leu 


307 






35 










40 










45 








311 


Ser 


Leu 


Leu 


Val 


Gin 


Lys 


Pro 


Glu 


Phe 


His 


Glu 


Asp 


Thr 


Arg 


Ser 


Ser 


313 




50 










55 










60 










317 


Arg 


Ser 


Gly 


His 


Leu 


Ala 


Lys 


Glu 


Thr 


Arg 


Val 


Ser 


Pro 


Glu 


Glu 


Ala 


319 


65 










70 










75 










80 


323 


Val 


Lys 


Trp 


Gly 


Glu 


Ser 


Phe 


Asp 


Lys 


Leu 


Leu 


Ser 


His 


Arg 


Asp 


Gly 


325 










85 










90 










95 




329 


Leu 


Glu 


Ala 


Phe 


Thr 


Arg 


Phe 


Leu 


Lys 


Thr 


Glu 


Phe 


Ser 


Glu 


Glu 


Asn 


331 








100 










105 










110 






335 


He 


Glu 


Phe 


Trp 


He 


Ala 


Cys 


Glu 


Asp 


Phe 


Lys 


Lys 


Ser 


Lys 


Gly 


Pro 


337 






115 










120 










125 








341 


Gin 


Gin 


He 


His 


Leu 


Lys 


Ala 


Lys 


Ala 


He 


Tyr 


Glu 


Lys 


Phe 


He 


Gin 


343 




130 










135 










140 










347 


Thr 


Asp 


Ala 


Pro 


Lys 


Glu 


Val 


Asn 


Leu 


Asp 


Phe 


His 


Thr 


Lys 


Glu 


Val 


349 


145 










150 










155 










160 


353 


He 


Thr 


Asn 


Ser 


He 


Thr 


Gin 


Pro 


Thr 


Leu 


His 


Ser 


Phe 


Asp 


Ala 


Ala 


355 










165 










170 










175 




359 


Gin 


Ser 


Arg 


Val 


Tyr 


Gin 


Leu 


Met 


Glu 


Gin 


Asp 


Ser 


Tyr 


Thr 


Arg 


Phe 


361 








180 










185 










190 






365 


Leu 


Lys 


Ser 


Asp 


He 


Tyr 


Leu 


Asp 


Leu 


Met 


Glu 


Gly 


Arg 


Pro 


Gin 


Arg 


367 






195 










200 










205 








371 


Pro 


Thr 


Asn 


Leu 


Arg 


Arg 


Arg 


Ser 


Arg 


Ser 


Phe 


Thr 


Cys 


Asn 


Glu 


Phe 


373 




210 










215 










220 










377 


Gin 


Asp 


Val 


Gin 


Ser 


Asp 


Val 


Ala 


He 


Trp 


Leu 












379 


225 










230 










235 













385 <210> SEQ ID NO: 3 

387 <211> LENGTH: 1164 

389 <212> TYPE: DNA 

391 <213> ORGANISM: Mus sp . 

395 <220> FEATURE: 

397 <221> NAME/KEY: CDS 

399 <222> LOCATION: (134).. (841) 

403 <400> SEQUENCE: 3 

405 tttttgtaag aaaaatctga ggaaagattc gggatagcgc tttattcagg atgttttcct 60 
409 atgaaatagc attcatctgt gggagagaga aggactaagg aaatctgaca tctgttggtc 120 
413 actgggacag aat atg gat atg tea ctg gtt ttc ttc tct caa tta aat 169 
415 Met Asp Met Ser Leu Val Phe Phe Ser Gin Leu Asn 

417 15 10 



421 


atg 


tgt 


gaa 


tea 


aaa 


gag 


aaa 


act 


ttt 


ttc 


aaa 


eta 


atg 


cat 


ggg 


tea 


217 


423 


Met 


Cys 


Glu 


Ser 


Lys 


Glu 


Lys 


Thr 


Phe 


Phe 


Lys 


Leu 


Met 


His 


Gly 


Ser 




425 






15 










20 










25 










429 


ggg 


aaa 


gaa 


gaa 


aca 


age 


ate 


gag 


gec 


aaa 


ate 


aga 


gcg 


aaa 


gaa 


aaa 


265 


431 


Gly 


Lys 


Glu 


Glu 


Thr 


Ser 


He 


Glu 


Ala 


Lys 


He 


Arg 


Ala 


Lys 


Glu 


Lys 




433 




30 










35 










40 












437 


agg 


aat 


aga 


eta 


agt 


ctt 


etc 


eta 


cag 


agg 


cct 


gac 


ttc 


cat 


gga 


gag 


313 
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4 jy 


Arg 


Asn 


Arg 


Leu 


Cor 


Leu 


Leu 


Leu 


r 1 n 


r\X y 


riu 


a co 

nop 


rue 


Hi c. 


o x y 


Glu 




A A 1 

441 


A R 

4 D 










Cfl 

jU 




















fin 




A A C 

445 


_ _ 4- 

act 


caa 


gec 


agt 


aga 


lCl 


gec 


etc 


ttg 


gee 


aaa 


gaa 


a a 


a rra 
u.y u 


gtc 




J D X 


44 / 


inr 


r 1 n 

uin 


Aia 


Car 


Arg 


Ser 


Aid 


Leu 


Leu 


nlcl 


ijy o 




Thr 

X 11X 


rtx y 


V d -L 


Cpr 

OCX 




449 










0 D 




















7 S 






453 


cct 


gaa 


gaa 


gca 


gtg 


aaa 


tgg 


get 


gaa 


tea 


ttt 


gac 


aaa 


ttg 


etc 




*t u ^ 


A C C 

455 


Pro 


OlU 


Cj-LU 


Ala 

Aia 


17a 1 

vai 


Lys 


Trp 


Aia 


VjIU 


Ser 


rile 


Asp 


Lys 


Leu 


Leu 


OCX 




457 








oU 










Q ^ 
OJ 










nn 
-? U 








461 


cat 


aga 


gat 


gga 


gtg 


gat 


get 


4-4-4- 

ttt 


ace 


aga 


4-4-4- 
ttt 


ctt 


aaa 


act 


gaa 


4- 4- 

ttc 






His 


Arg 


Asp 


Pl TT 

vjxy 


\7"a 1 

vai 


Asp 


Air, 

Ala 


rue 


1 ILL 


Arg 


Jrllti 


Leu 




T 1 Vl T* 
± 11X 


m n 


tr 11C 




465 






n c 

95 










inn 
1UU 










1U j 










469 


agt 


gag 


gag 


aac 


_ 4_ 4_ 

att 


gaa 


4-4-4- 

ttt 


tgg 


gtc 


gee 


tgt 


gaa 


gac 


-f- 4- ^ 

ttc 


aag 


aaa 


JUJ 


471 


Ser 


G1U 


pi „ 

CjIU 


Asn 


lie 


C* 1 n 
(jlU 


rfle 


Trp 


\7a 1 

vai 


AXa 


Cys 


C 1 n 


Asp 


irllc 


T trC 

liyb 


T.vC 




473 




110 










1 1 c 

115 










i on 
lzu 












477 


tgc 


aag 


gaa 


cct 


caa 


caa 


ate 


_ 4- 

ate 


-4. — 

eta 


aaa 


gca 


aag 


gca 


ate 


tat 


gag 


R ^ 
JJJ 


479 


Cys 


Lys 


Glu 


Pro 


bin 


uin 


Tl « 

lie 


T 1 A 

lie 


Leu 


Lys 


Ala 

Aia 


Lys 


aia 

Aia 


i le 


Tyr 


Pin 

LiXU 




A O 1 

481 


"IOC 

125 










1 o\) 










1 1C 

loD 










Xft U 




485 


aaa 


ttc 


att 


cag 


aat 


gat 


gec 


ccc 


aaa 


gag 


rr-t- -f- 

gtt 


aac 


a +■ +- 
att 


rra-*- 

gat 


-i — i — i- 
ttt 


oa +- 

cat 


fi n i 

DUX 


A O 1 

487 


Lys 


Phe 


Ti- 
ne 


pi« 
bin 


Asn 


Asp 


Ala 

Aia 


Pro 


Lys 


LilU 


Va 1 

Val 


Asn 


Tin 

x xc 


Asp 


file 


nlo 




489 










14 5 










1DU 










ij j 






493 


act 


aaa 


gaa 


gta 


att 


get 


aag 


age 


_ 4- _ 

ate 


gec 


cag 


ccc 


act 


etc 


cac 


agt 


o 4 y 


495 


Thr 


Lys 


Glu 


vai 


Tl _ 

lie 


Ala 

Aia 


Lys 


Ser 


lie 


Ala 

Aia 


C 1 n 

bin 


Pro 


Thr 


Leu 


nib 


OCX 




497 








IbU 










ICC 
lu J 










1 7fi 

i / yj 








501 


ttt 


gat 


acg 


gca 


caa 


age 


aga 


gtg 


tac 


cag 


etc 


4_ ~ 

atg 


gaa 


cat 


gac 


agt 


o y / 


jUj 


Phe 


Asp 


Thr 


Ala 


Gin 


Ser 


Arg 


Val 


Tyr 


Gin 


Leu 


Met 


Glu 


His 


Asp 


Ser 




c c\ c 
DUD 






175 










180 










185 










C Aft 


tat 


aaa 


cgc 


ttt 


ttg 


aaa 


tct 


gag 


ace 


tac 


tta 


cat 


ttg 


ata 


gaa 


gga 


/ ft -J 


tin 

511 


Tyr 


Lys 


Arg 


Phe 


Leu 


Lys 


Ser 


Glu 


Thr 


Tyr 


Leu 


His 


Leu 


He 


Glu 


Gly 




CI -J 




190 










195 










200 












Ci 1 7 

Dl / 


aga 


cct 


cag 


aga 


cca 


aca 


aac 


ctt 


agg 


aga 


cga 


tea 


cga 


tea 


ttt 


act 


7Q ^ 


c i r> 

519 


Arg 


Pro 


Gin 


Arg 


Pro 


Thr 


Asn 


Leu 


Arg 


Arg 


Arg 


Ser 


Arg 


Ser 


Phe 


Thr 




C O "I 

521 


205 










210 










215 










220 




r t r 

525 


tac 


aat 


gat 


ttc 


caa 


gat 


gta 


aag 


tea 


gat 


gtt 


gee 


att 


tgg 


tta 


tga 


PA 1 

O *i X 


COT 

527 


Tyr 


Asn 


Asp 


Phe 


Gin 


Asp 


Val 


Lys 


Ser 


Asp 


Val 


Ala 


He 


Trp 


Leu 






coo 

529 










225 










230 










235 






533 


gtaaaagtca tttgtcttct tttgatagtg tatgtgtata 


tctaaaatat atactaatac 


y u i 


537 


taatgtgtac ttctaaaata tagcttgtgt ataagaagag 


atgatttcat ttttaaaata 


y oi 


j41 


caccatgcaa atacatatta aatgtaagaa 


ctttttatat 


tatactaaaa taattcatca 


1021 


545 


tctatcttcc gaaatatttt atgaaaatct atctgatatt 


ctattctaat aaaattcttt 


1081 


549 


atttctacaa taacagtcag taagaagaag ctttgaagcc 


gaattccagc acactggegg 


1141 


553 


ccggtactag tggatccgag etc 




















1164 


559 


<210> SEQ ID NO: 


4 


























561 


<211> LENGTH: 235 


























563 


<212> TYPE: 


PRT 




























565 


<213> ORGANISM: 


Mus 


sp. 
























569 


<400> SEQUENCE: 


4 


























571 


Met 


Asp 


Met 


Ser 


Leu 


Val 


Phe 


Phe 


Ser 


Gin 


Leu 


Asn 


Met 


Cys 


Glu 


Ser 




573 


1 








5 










10 










15 






577 


Lys 


Glu 


Lys 


Thr 


Phe 


Phe 


Lys 


Leu 


Met 


His 


Gly 


Ser Gly 


Lys 


Glu 


Glu 
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579 
583 
585 


Thr 


Ser He 
35 


20 
Glu 


Ala 


Lys 


He 


Arg 
40 


25 




£ys 


45 


Asn Arg 


L£u 


589 


Ser 


Leu Leu 


Leu 


Gin 


Arg 


Pro 




Phe 


it -J 
nlS 


Gly Glu 


Thr 


Gin 


Ala 


Ser 


591 




50 






55 








fin 










595 


Arg 


Ser Ala 


Leu 


Leu 


Ala 


Lys 


Glu 


Thr 


Arg 


VCL-L 




Pro 


Glu 


Glu 


Ala 


597 


65 








70 






75 










80 


601 


Val 


Lys Trp 


Ala 


Glu 


Ser 


Phe 


Asp 


Lys 


Leu 


Leu 


Ser 


His 


Arg 


Asp 


Glv 


603 








85 










y u 








95 


607 


Val 


Asp Ala 


Phe 


Thr 


Arg 


Phe 


Leu 


Lys 


i nr. 


-G*— ■ 




Ser 


Glu 






609 






100 










1.0* 










110 






613 


He 


Glu Phe 


Trp 


Val 


Ala 


Cys 
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